MOLECULAR BIOLOGY SERVICE

SANGER SEQUENCING FACILITY
PLATE PREPARING
· take about 150 – 200 ng plasmid per reaction

           (for PCR products take 20 – 50 ng per reaction)

           (for BACs take about 500 – 1000 ng per reaction)

If the concentration of your sample is lower take more µl (maximum 6 µl), if the concentration is higher take less µl (minimum 0.3 µl)
· add 1 µl of a 5 µM primer solution

· fill up with MonoQ up to 7 µl

· Pipette the plate in the following order (by COLUMNS, VERTICAL way!!!):

A1------->H1
A2------->H2
A3------->H3 and so on…
Prepare an excel sample sheet and put it into the computer into the folders “CHIPSEQ” or “SCRATCH”
	A1
	Abbreviation of name (first 4 letters of your name)_Sample name_Primer

	B1
	Abbreviation of name (first 4 letters of your name)_Sample name_Primer

	C1
	Abbreviation of name (first 4 letters of your name)_Sample name_Primer

	D1
	Abbreviation of name (first 4 letters of your name)_Sample name_Primer

	E1
	Abbreviation of name (first 4 letters of your name)_Sample name_Primer

	F1
	Abbreviation of name (first 4 letters of your name)_Sample name_Primer

	G1
	Abbreviation of name (first 4 letters of your name)_Sample name_Primer

	H1
	Abbreviation of name (first 4 letters of your name)_Sample name_Primer

	A2
	and so on↓


· Please mind that the abbreviation of the name and the sample name respectively sample name and primer ARE SEPARATED by underscore.
· Please write abbreviation of name_sample name_primer name all in one column.

· !!!Abbreviation of name_sample name_primer name should all together (including underscores) be not longer than 25 characters!!! 
(Please don’t use one of the following characters: !!!the machine can’t read them!!! 
/  \  :  *  ?  ‘  “  <  >  ,  and don’t use spaces
· Write the path on your sequencing order sheet where we can find it on the computer. 
For instance: see file on “Chip seq/name of folder/exact name of the sample sheet”[image: image1.png]



